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Chemoenzymatic Synthesis of Glycopeptides to Explore the

Role of Mucin 1 Glycosylation in Cell Adhesion
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Maria Letizia Taddei,? Lisa Giovannelli,® Mario Schubert,” Christian F. W. Becker,

Paolo Rovero,® and Anna Maria Papini®

In memory of Ulf Diederichsen.

Post-translational modifications affect protein biology under
physiological and pathological conditions. Efficient methods for
the preparation of peptides and proteins carrying defined,
homogeneous modifications are fundamental tools for inves-
tigating these functions. In the case of mucin 1 (MUCT), an
altered glycosylation pattern is observed in carcinogenesis. To
better understand the role of MUC1 glycosylation in the
interactions and adhesion of cancer cells, we prepared a panel
of homogeneously O-glycosylated MUCT peptides by using a
quantitative chemoenzymatic approach. Cell-adhesion experi-
ments with MCF-7 cancer cells on surfaces carrying up to six

Introduction

Co- and/or post-translational modifications (PTMs) diversify the
proteome by modulating protein stability, structure and
function. Therefore, understanding the effect of such modifica-
tions on protein function can give important insights into their
biological role. Mucin 1 (MUC1) is an exemplary post-transla-
tionally modified protein. In particular, it is a membrane protein
belonging to the mucin family and expressed in healthy tissues
on the apical surface of epithelial cells” with protection,
lubrication, signalling and adhesion functions.” The extracellu-

differently glycosylated MUC1 peptides demonstrated that
different glycans have a significant impact on adhesion. This
finding suggests a distinct role for MUC1 glycosylation patterns
in cancer cell migration and/or invasion. To decipher the
molecular mechanism for the observed adhesion, we inves-
tigated the conformation of the glycosylated MUC1 peptides by
NMR spectroscopy. These experiments revealed only minor
differences in peptide structure, therefore clearly relating the
adhesion behaviour to the type and number of glycans linked
to MUCT.

lar domain of this large protein, which extends beyond the
glycocalyx, contains a variable number of tandem repeats,
sequences of 20 amino acids, rich in Ser, Thr, and Pro residues
that repeat themselves 25-125 times. Ser and Thr residues in
the tandem repeats are sites for O-glycosylation.”’ Indeed, the
extracellular domain of MUCT in healthy tissues is heavily
glycosylated with complex, branched glycans that contribute to
the protective role of MUC1 against infections.” In malignant
transformations, MUC1 loses its apical polarization and is
overexpressed and redistributed around the entire cell.®® This
phenomenon has been associated with high metastatic behav-
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iour and poor prognosis in cancer patients.”” Moreover, MUC1
glycosylation on cancer cells is altered: the glycans are core 1-
and not core 2-based as they are in normal cells, and mainly
consist of GalNAca-, GalB1-3GalNAca-, Neu5Aca2-3Galf31-3Gal-
Naca- (Scheme 1), and Neu5Aca2-6GalNAca- on Thr or Ser
residues referred as Tn, T, sialyl-T (sT) and sialyl-Tn (sTn) antigen,
respectively.® It has been reported that MUC1 promotes cell
escape and facilitates tumour dissemination by interfering with
integrin-mediated cell adhesion.**' However, the role of
MUC1 and of its aberrant glycosylation in tumour progression
and metastasis still remains controversial.®'"'?

Investigating the precise role of MUC1 aberrant glycosyla-
tion in cancer cell adhesion is complicated by the heteroge-
neous nature of this type of PTM, and by the difficulties in
investigating carbohydrate interactions.>™ Indeed, the non-
templated nature of glycan biosynthesis and the high variability
of glycosylation,"™ make them practically impossible to predict
based on genetic information and difficult to analyse by
classical methods. Moreover, carbohydrate-mediated interac-
tions generally display low affinity"®'” and can be specific for
certain organelles or cell compartments,'® contributing to the
complexity of the system.

Synthetic glycopeptides have been already successfully
used to demonstrate the glycosylation function in different
applications.'"™*! Therefore, mucin peptides carrying homoge-
neous glycosylation can be effective tools to investigate the
role of MUCT glycosylation patterns in cell-cell adhesion. Using
a chemoenzymatic method that we previously developed for
the synthesis of homogeneous, site-selectively glycosylated
peptides,*” we prepared a set of synthetic MUC1 glycopeptides
carrying well defined glycans at specific positions to explore the
impact of the type and the number of tumour-associated O-
linked glycans on peptide conformation and cell adhesion.

GVTSAPDTRPAPGSTAPPAH

1 GVTSAPDTRPAPGSTAPPAH

MUC1 tandem repeat

(=] OH
GVTSAPDTRPAPGSTAPPAH " OH Ho oM
2 HOX0 8 o= 0
0= AcHN ) =

OH  AcHN
i
l;l q] GalNAca GaIB1-3GaINAcu
GVTSAPDTRPAPGSTAPPAH OH OH o

3

= AcHN AcHN

o o o
GVTSAPDTRPAPGSTAPPAH NeusAcaz -3Galp1- SGaINacu

4

LT.I glycosylation
C1GalT1
PEG-GVTSAPDTRPAPGSTAPPAH &

PEG-GVTSAPDTRPAPGSTAPPAH
6
5

glycosylation
(ST3Gal1)

iy
PEG-GVTSAPDTRPAPGSTAPPAH PEG-GVTSAPDTRPAPGSTAPPAH
8 7

Scheme 1. Schematic representation of the MUC1 tandem repeat peptides
with GalNAc monosaccharides at selected positions. PEGylated MUC1
peptides carrying a disaccharide (6) or a trisaccharide (7) were synthesized
by enzymatic elongation of GalNAc on the PEGylated glycopeptide 5. Amino
acid residues highlighted in green in the sequence of the tandem repeat
(see box) are the potential glycosylation sites.
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Results and Discussion

Chemoenzymatic glycosylation enables the efficient synthesis
of a panel of homogeneously glycosylated MUC1 peptides

The tandem repeat sequence of MUCT consists of 20 amino
acids and contains five potential O-glycosylation sites
(Scheme 1). In this proof of concept study, we selected three
sites, thus limiting the number of variants to a small set of
homogeneous MUC1 (glyco)peptides. Among the three sites
Thr15 is one of the preferential glycosylation sites of the most
ubiquitous transferases (GaINAcT1 and GalNAcT2), thus glyco-
sylation at this site has a very high probability of natural
occurrence,”* and Thr8 is part of the so-called “protective
epitope” of MUC1.%?® The third site, that is, Ser4, was chosen
as part of the other antigenic region of the MUC1 tandem
repeat. We applied Fmoc/tBu/OAc solid-phase peptide synthesis
(SPPS) for the efficient preparation of the MUCT tandem repeat
aglycone 1 and of the three differently glycosylated variants 2,
3, and 4, carrying one, two, and three GaINAc monosaccharides,
respectively, at specific Thr and/or Ser residues in the sequence
(Scheme 1 and Figures S1-S4 in the Supporting Information).
Fmoc—Thr[GalNAc(OAc);]-OH and Fmoc—Ser[GalNAc(OAc);]1-OH
were used as building blocks in SPPS to introduce O-
glycosylation directly with complete control over position.*

Further enzymatic glycosylation on Thr(GalNAc) was possi-
ble thanks to the removable monodispersed polyethylene
glycol linker (PEG,;) at the N-terminus, which we successfully
demonstrated to facilitate further glycosylation and recovery of
the desired glycosylated peptides.?****" In fact, the presence of
PEG,, conveys full solubility to the peptides in the experimental
conditions required for quantitative enzymatic glycosylation
with the specific glycosyltransferases. In a subsequent step, the
PEG linker enables selective precipitation of the glycopeptide
conjugate by simple addition of appropriate organic solvents
and recovery by centrifugation. In previous studies PEG,, was
successfully removed via enzymatic release using tobacco etch
virus (TEV) protease to allow traceless modifications.?”

To further simplify the previously described strategy, we
investigated the possibility to directly use the PEGylated
glycopeptides in cell-adhesion experiments, one of the aims of
the present study. To test this hypothesis, we prepared
conjugates 5 and 8, corresponding to the PEGylated versions of
glycopeptides 2 and 4, respectively, by linking PEG,; directly to
the N-terminus of the corresponding peptidyl resins via HATU-
mediated coupling, before cleavage from the resin. Then, after
deprotection of the amino acid side chains and of the hydroxyl
functions of the sugar moieties and cleavage from the resin,
final conjugates were purified by RP-HPLC. PEGylated glycopep-
tide 5 (Scheme 1 and Figure S5) was used as substrate in
enzymatic glycosylation reactions to elongate the Tn antigen to
the T and subsequently to the sT antigen. These stepwise
reactions were used to prepare two different variants of the
MUC1 peptide to investigate the effects of the sequential
elongation of the GalNAc on its properties. These reactions
were performed following the same procedure previously
applied.®” Galactosylation of 5 with UDP—Gal as glycan donor
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and C1GalT1 transferase as catalyst, gave conjugate 6 bearing a
GalB1-3GalNAca- on Thr15 (T antigen, Scheme 1 and Figure S7),
and sialylation of 6 with CMP-Neu5Ac in the presence of
ST3Gal1 transferase lead to conjugate 7 carrying a Neu5Aca2-
3Galp1-3GalNAca trisaccharide on Thr15 (sT antigen, Scheme 1
and Figure S8).

Unfortunately, preliminary cell-adhesion experiments con-
ducted with PEGylated glycopeptides 5 and 8 showed that
PEG,, strongly interferes, decreasing cell adhesion in a non-
reproducible manner, thus making impossible to evaluate the
effect of the glycosylation density on adhesion (data not
shown). Thus, we investigated our original methodology based
on enzymatically removable PEG,,-TEV to prepare two new
glycopeptides carrying a T and an sT antigen, respectively,
focusing on the MUC1 analogue carrying the glycan on Thr15
(Scheme 2). To this end, PEG conjugate glycopeptide 9
(Scheme 2 and Figure S9) was prepared via on-resin elongation
of peptide 2 with the recognition sequence of TEV protease®?
and PEGylation at the N-terminus. Product 9 was used in an
enzymatic glycosylation reaction using UDP-Gal as saccharide
donor and C1GalT1 glycosyltransferase as catalyst to elongate
the GalNAc on Thr15 with a galactose moiety (Figure S10). After
completion of the reaction, the mixture containing the PEGy-
lated peptide 10 was split in two portions. One-pot enzymatic
removal of PEG,, on one portion, followed by RP-HPLC
purification, lead to pure glycopeptide 11 in 64 % yield over the
two steps (Scheme 2).

PEGylated glycopeptide 10 was recovered from the second
portion of the reaction mixture after precipitation and centrifu-
gation, and directly used in the next glycosylation step: reaction
with CMP-Neu5Ac as glycosyl donor and ST3Gal1 sialyltransfer-

ase gave 10’ carrying the sT antigen (Figure S10). Removal of
the PEG polymer via proteolytic digestion was carried out in
one-pot after sialylation. Final RP-HPLC purification gave 12 in
77 % yield over the two steps (Scheme 2).

Conformation and cell-adhesion studies to correlate adhesion
behaviour to the type and number of glycans

The synthetic glycopeptides were analysed by NMR to inves-
tigate the impact of different glycans in different positions on
the conformations of the tandem repeat segment (Figures 1
and S11). The conformational preference of MUCT-derived
glycopeptides has been previously investigated, particularly
with the aim of identifying a potential preferred epitope
conformation to develop MUC1-based anticancer vaccines.®
The main conclusions were that the investigated glycosylations
did not lead to a well-defined MUC1 backbone conformation,
but they affected the conformational equilibrium of the back-
bone, favouring extended conformations around the Thr
residue. Short-range NOE correlations between GalNAc and the
peptide indicate an orientation of the GalNAc-ring perpendicu-
lar to the extended peptide chain.

To evaluate the effect of glycosylation on the backbone
conformations, we first compared glycopeptide 2, bearing one
Tn antigen at position 15, with the aglycone 1 and with the
previously described MUC1 glycopeptide 13 bearing the Tn
antigen at position 8 (Figures 1A,B and S11A-C).

The combined 'H and "N chemical shift deviations (Fig-
ure S11AB), a very sensitive measure for alterations in con-
formations and in their populations, and the *C chemical shift
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Scheme 2. Synthesis of glycopeptides 11 and 12 carrying a Galp1-3GalNAca disaccharide and a Neu5Aca2-3GalB1-3GalNaco. trisaccharide on Thr15,
respectively. A) RP-HPLC and MS analysis of glycopeptide 11; calcd. mass: 2252. The MS spectrum shows sugar fragmentation during analysis (—Gal):
[M+3HPP" 697.6 (found), [M+3HI*™ 697.7 (calcd). B) RP-HPLC and MS analysis (direct infusion) of peptide 12; calcd. mass: 2542. TEV=TEV protease recognition

sequence =GDENLYFQ.
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Figure 1. Effect of the position and length of O-glycans on the peptide
backbone sensed by NMR spectroscopy. A) Superposition of fingerprint
'H, N HSQC spectra of the Thr8-glycosylated peptide 13 and the aglycone
peptide 1. B) Comparison of 'H,""N HSQC spectra of the Thr15-glycosylated
peptide 2 and the aglycone peptide 1. C) Comparison of the of 'H,"*N HSQC
spectra of the peptides glycosylated on Thr15, that is, peptide 5 with a single
GalNAc monosaccharide and peptide 6 with a Gal-GalNAc disaccharide.

D) Effect of sialylation by comparing 'H,"”N HSQC spectra of peptides 6 and
7.

deviations from random coil values (Figure S11C), a measure for
secondary structure and torsion angles, revealed only small
changes as a consequence of glycosylation for the amino acid
residues at the +1 and —1 positions of the modified Thr
residue, in addition to the large expected influence on the Thr
residue itself. That reflects the restriction of the backbone
conformational space to a more extended conformation
compared to the aglycone.®® This result is in agreement with
previous observations reported by Conibear et al.”? Our data
clearly indicate that there is no stabilization of a specific
secondary structure. In our measurements we do not observe
any other NOEs than sequential NOE correlations and local
contacts between GalNAc and the peptide. As these NOE
patterns resemble previously observed ones,”***=” we did not
perform 3D structure calculations. In support to our findings, a
detailed investigation by Corzana etal.®™® on short model
peptides carrying GalNAc on Thr demonstrated that extended
structures dominate, but a-helical and other structures are also
populated. All these structures interchange, with no single
structure induced by the glycosylation on the peptide back-
bone.

Comparison of the NMR data from glycopeptides 2 and 5
demonstrated that the presence of the PEG polymer does not

ChemBioChem 2023, 24, €202200741 (4 of 7)

affect peptide conformation, especially around Thr residues
(Figure S12). Therefore, the PEGylated peptides 6 and 7,
carrying a di- and a trisaccharide on Thr15, respectively, were
compared with the corresponding non-PEGylated variants.
Thus, peptides bearing different glycan structures on Thr15
(corresponding to Tn, T, and sT antigen, respectively) all
exhibited extended peptide conformations, in agreement with
data from the literature (Figures 1C,D and S11D,E).?**®

Previous reports indicate that linear extension of the glycan
has no influence on the peptide backbone conformation,?”>
although the conformational equilibrium of glycopeptides with
different structure and multiple glycosylation is complex, as
demonstrated for MUC1-derived glycopeptides containing
several bulky branched O-glycans.””

In our case, we observe small and local "H/"N chemical shift
deviations when the monosaccharide in the glycopeptide is
elongated to disaccharide and subsequently to trisaccharide by
sialylation, affecting the threonine signal and, less strongly, the
signal of next neighbouring alanine residue (Figure 1C). The N-
acetyl group NH signal in GalNAc is also affected. Considering
that no other changes was observed (Figure S11D and E), we
conclude that glycan extension has no effect on the overall
peptide backbone conformation.

After excluding a significant effect of glycans in inducing a
well-defined peptide structure, we pursued experiments on
breast cancer cell line MCF-7 to evaluate cell adhesion. A
comparative study of adhesion properties of the non-glycosy-
lated MUC1 with the different glycosylated variants was
performed starting from the observation that MUCT is aber-
rantly expressed in human breast cancer.*"*?

We first performed a cell viability assay in the absence and
presence of the glycopeptides to evaluate their effect on MCF-
7 cell survival. None of the MUCT (glyco)peptides, independ-
ently of their glycosylation pattern, showed toxicity towards
MCF-7 breast cancer cells (Figure S13).

Adhesion experiments were then performed by plating
MCEF-7 cells on cell culture dishes pre-coated with the differently
glycosylated MUCT peptides and assessing the number of
attached cells after 30 min of incubation. Adsorption of
glycopeptides on the plastic surface, mediated mainly by
hydrophobic interactions, was verified by HPLC analysis (see
Adhesion Assay in the Supporting Information)

Adhesion of MCF-7 cells was clearly promoted by the
presence of an increasing number of Tn antigens on the
peptide backbone (Figure 2), probably through MUCT self-
interaction,”® thus suggesting a role for GalNAc glycosylation in
tumour migration/invasion. Comparing the effect of MUCI
aglycone 1 with glycopeptide 2 carrying only one GalNAc
monosaccharide, we observed a positive effect on cell adhesion
for this type of glycosylation, despite not very pronounced
probably because of the low abundance of the sugar moieties
in this peptide. In stark contrast, elongation of the glycan as in
variant 11 carrying the disaccharide Galf31-3GalNAca- on Thr15
(T antigen), severely impaired cell adhesion. This behaviour was
clearly enforced by addition of sialic acid as third sugar moiety
to obtain the sT antigen (glycopeptide 12). Our results are in
agreement with the fundamental role of sialic acid in inhibiting
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2.5 + 33X the number and frequency of glycosylation sites often results in

° 2 l/ different biological activities.”® Given its size and dense
2 2.0 — glycosylation, MUC1 strongly influences cell adhesion and
_g X[ recognition events involving epithelial cells, and has been
b 1.5 pursued as a valuable biomarker and therapeutic target for
% several types of cancer” Based on these observations,
o 05 8 strategies involving glycopeptides bearing more complex
k5 0.5 carbohydrates might be an alternative to currently pursued
o ﬂ efforts to use glycans for specific targeting or as biomarkers.”"
0.0- . ' . ' |T| The usefulness and efficiency of the chemoenzymatic approach

1 2 3 4 11 12 presented herein could be further exploited for the preparation

peptide of tailored glycopeptides to tackle biological questions.

Figure 2. Adhesion experiments. MCF-7 cells were seeded for 30 min on cell
culture dishes pre-coated with MUC1 glycopeptides with different glyco-
sylation patterns (the number corresponding to each peptide is reported on
the x-axis). The nature and abundance of glycosylation have a clear impact
on cell adhesion. Results are reported relative to the number of cells
adhering to uncoated plates. Data are represented as mean & SEM of three
replicates. *p < 0.05 for 4 vs 1; p<0.5 for 12 vs 1 (One-way Anova with
Dunnett’s post hoc test).  =GalNAco; - - =GalB1-3GalNAco;

- - -¢=Neu5Acu2-3Galf31-3GalNAca.

cell-cell self-interaction, as demonstrated in the case of sialic
acid on Tn (sTn).*4

Conclusion

Deciphering the role of protein glycosylation remains an
intriguing challenge due to the complexity and intrinsic
heterogeneity of this relevant post-translational modification.
Our chemoenzymatic approach enabled us to efficiently
synthesize a set of homogeneous MUCT glycopeptides as
specific tools to explore the relationship between glycosylation
type and cell adhesion. The glycopeptides were characterized
by NMR spectroscopy to exclude any indirect larger conforma-
tion effects on the backbone influencing cell adhesion. All
glycopeptides showed an extended conformation that was only
locally influenced by the position and length of the glycan,
particularly at the glycosylation site. We then used these
glycopeptides to probe the effect of specific glycosylation on
cell adhesion. Our results clearly show that GalNAc glycosylation
both on serine and threonine residues promotes adhesion of
MCF-7 breast cancer cells, while elongation of the glycan, in
particular by the addition of sialic acid (sT antigen), demon-
strated the opposite effect. These findings support previously
reported data that suggest a contribution of GalNAc glycosyla-
tion to tumour migration/invasion by promoting MUCT self-
interaction and an inhibitory effect induced by sialylation. In
fact, it is known that glycosylation has an influence on various
recognition phenomena, such as receptor-ligand interactions,
protein-protein interactions, cell recognition and cell
adhesion.**™ Sugar-mediated interactions are influenced by
the nature of the glycan, which does not affect the conforma-
tional propensity of the peptide backbone, and by avidity
effects, as found for carbohydrate-lectin interactions.*? Thus,

ChemBioChem 2023, 24, €202200741 (5 of 7)

Experimental Section

Material and methods used in this work, together with experimen-
tal details and compound analyses can be found in the Supporting
Information. General procedures are reported below.

Solid-phase peptide synthesis: general procedure: Peptides were
synthesized manually in solid-phase employing Fmoc/tBu orthogo-
nal protection strategy. The syntheses were performed on Fmoc-
His(Trt) TentaGel® R PHB resin (0.19 mmol/g). After swelling of the
resin in DMF for 30 min, the peptide was elongated via repeating
cycles of deprotection and coupling with the required amino acids
orthogonally protected as follows: Fmoc-Ala-OH, Fmoc-Arg(Pbf)-
OH, Fmoc-Asp(OtBu)-OH, Fmoc-Gly-OH, Fmoc-His(Trt)-OH, Fmoc-
Ser(tBu)-OH, Fmoc-Pro-OH, Fmoc-Thr(tBu)-OH, Fmoc-Val-OH. Briefly:
1) deprotection of the N-terminal Fmoc protecting group by
treating the peptidyl resin twice with a solution of piperidine in
DMF (20% v/v, 3+ 7 min); 2) flow wash for 1 min; 3) coupling of the
amino acid by addition of a solution of the protected amino acid,
HBTU and DIEA in DMF (3 equiv.,, 2.75equiv. and 6 equiv.,
respectively); 4) shaking of the suspension for 30 min at room
temperature; 5) solvent removal and washing of the peptidyl resin
with DMF. Double couplings were performed for proline residues
and the amino acids after proline residues. Couplings were
monitored via Kaiser test. Fmoc-Thr[GalNAc(OAc);]-OH and Fmoc-
Ser[GalNAc(OAc);]-OH were introduced using HATU-mediated cou-
pling (1.5 equiv. amino acid, 1.35 equiv. HATU (0.3 M solution in
DMF), 2.5 equiv. DIEA, 40 min; double coupling). Peptidyl resins
bearing fully protected glycopeptides 2, 3, and 4 were prepared
starting from the same batch of resin (0.3 mmol) and split in
correspondence of the addition of the modified amino acid. For
detailed procedures, see the Supporting Information. For the
synthesis of peptide 13, further elongation with the TEV protease
recognition sequence was performed using orthogonally protected
amino acids, that is, Fmoc-Asp(OtBu)-OH, Fmoc-Asn(Trt)-OH, Fmoc-
GIn(Trt)-OH, Fmoc-Glu(OtBu)-OH, Fmoc-Gly-OH, Fmoc-Leu-OH,
Fmoc-Phe-OH, Fmoc-Tyr(tBu)-OH), and HBTU coupling reagent as
described above. Final Fmoc removal with 20% v/v piperidine in
DMF was performed for all peptidyl resins.

Peptide conjugation with monodispersed PEG: general proce-
dure: PEGylation of the peptides was performed treating the
peptidyl resin with a 0.3 M solution of Fmoc-NH-(PEG),,-OH
(2 equiv.), 0.3 M HATU (1.75 equiv.) and 0.7 M DIEA (5 equiv.) in
DMF/ACN 3:2 overnight at room temperature. After filtering the
solvent, the peptidyl resin was washed extensively with DMF.
Removal of the Fmoc protecting group on PEG was performed by
treatment with a 20% v/v solution of piperidine in DMF, as
described in the general procedure for solid-phase peptide syn-
thesis.

© 2023 The Authors. ChemBioChem published by Wiley-VCH GmbH
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Deprotection, cleavage and purification of peptides: General
procedure: Peptide cleavage from the resin and simultaneous side-
chain deprotection was carried out by shaking the resin for 3 h with
a solution of TFA/triisopropylsilane/water (92.5:5:2.5 v/v/v; 1 mL/
100 mg peptidyl resin). The resin was then filtered and washed with
TFA. The crude peptide was precipitated by addition of cold diethyl
ether and recovered after centrifugation. In the case of the
glycopeptides, deprotection of the acetyl groups on GalNAc was
carried out by dissolving the lyophilized glycopeptides in a 5% v/v
solution of hydrazine monohydrate in methanol. The solution was
shaken for 1.5 h, then the reaction was quenched with acetic acid
and the solvent was evaporated. The crude was dissolved in water
and freeze-dried. Purification was carried out by semipreparative
RP-HPLC or by Flash chromatography using a reversed-phase C;q
SNAP Cartridge. Details about purification conditions are reported
in the Supporting Information.

Adhesion assay: Plates were coated by adding 100 plL of a solution
containing 10 pug/mL MUCT peptides in PBS and let to adhere for
16 h at RT. 30.000 MCF-7 cells were seeded onto 24-multiwell
coated-plates for 30 min. Adherent cells were stained with crystal
violet solution (0.5% in 20% methanol). After 5 min of staining,
photos of the wells were taken. Cells were counted in randomly
chosen fields using the ImageJ software (NIH, USA). Data are
represented as mean + SEM of three biological replicates. One-way
ANOVA with Dunnett’s post hoc test, *p < 0.05 for 8 vs 5; p < 0.5 for
17 vs 5.

Acknowledgements

We gratefully acknowledge Prof. Kelley Moremen for providing
C1GalT1 and ST3Gall enzymes. This research received support
from MIUR - Program for young researchers “Rita Levi Montalcini”
to CB. AMP and PR gratefully acknowledge the Fondazione Ente
Cassa di Risparmio Firenze (grant no. 2014.0306) for equipment of
PeptLab of the University of Florence. Moreover, we gratefully
acknowledge Regione Toscana PAR-FAS (2007-2013) for support-
ing the Laboratory Molecular Diagnostics & Life Sciences
(MoD&LS) in the context of the Centre of Competences RISE. Open
Access funding provided by Universita degli Studi di Firenze within
the CRUI-CARE Agreement.

Conflict of Interests

The authors declare no conflict of interest.

Data Availability Statement

The data that support the findings of this study are available in
the supplementary material of this article.

Keywords: cell adhesion - glycopeptides - glycosylation -
mucin 1 - NMR spectroscopy

[11 S.J. Gendler, J. Mammary Gland Biol. Neoplasia 2001, 6, 339-353.
[2] V. Apostolopoulos, L. Stojanovska, S.E. Gargosky, Cell. Mol. Life Sci.
2015, 72, 4475-4500.

ChemBioChem 2023, 24, €202200741 (6 of 7)

[3] W. Chen, Z. Zhang, S. Zhang, P. Zhu, J. K. Ko, K. K. Yung, Int. J. Mol. Sci.
2021, 22, 6567-6582.

4] P. Dhar, J. McAuley, Front. Cell. Infect. Microbiol. 2019, 9(117).

5] S. Nath, P. Mukherjee, Trends Mol. Med. 2014, 20, 332-342.

6] L.-G. Yu, Cell Death Dis. 2017, 8, €2962.

71 Y. Zeng, Q. Zhang, Y. Zhang, M. Lu, Y. Liu, T. Zheng, S. Feng, M. Hao, H.

Shi, PLoS One 2015, 10, e0138049.

[8] J. Taylor-Papadimitriou, J. Burchell, D. W. Miles, M. Dalziel, Biochim.
Biophys. Acta Mol. Basis Dis. 1999, 1455, 301-313.

[9] J. Wesseling, S. W. van der Valk, H. L. Vos, A. Sonnenberg, J. Hilkens, J.
Cell Biol. 1995, 129, 255-265.

10] J. P. M. van Putten, K. Strijbis, J. Innate Inmun. 2017, 9, 281-299.

11] R. Bhatia, S. K. Gautam, A. Cannon, C. Thompson, B. R. Hall, A. Aithal, K.

Banerjee, M. Jain, J. C. Solheim, S. Kumar, S. K. Batra, Cancer Metastasis

Rev. 2019, 38, 223-236.

M. A. Hollingsworth, B. J. Swanson, Nat. Rev. Cancer 2004, 4, 45-60.

C.-H. Lai, J. Hutter, C.-W. Hsu, H. Tanaka, S. Varela-Aramburu, L. De Cola,

B. Lepenies, P. H. Seeberger, Nano Lett. 2016, 16, 807-811.

G. Artigas, H. Hinou, F. Garcia-Martin, H.-J. Gabius, S.-I. Nishimura, Chem.

Asian J. 2017, 12, 159-167.

[15] A. Varki, R. D. Cummings, J. D. Esko, P. Stanley, G. W. Hart, M. Aebi, D.
Mohnen, T. Kinoshita, N. H. Packer, J. H. Prestegard, R. L. Schnaar, P. H.
Seeberger, Eds., Essentials of Glycobiology, Cold Spring Harbor Labo-
ratory Press, New York, 2022.

16] J. C. Paulson, O. Blixt, B. E. Collins, Nat. Chem. Biol. 2006, 2, 238-248.

[17] Y. Zhang, D. Lu, M. Sollogoub, Y. Zhang, Carbohydrate Chemistry (Eds.:
A. Pilar Rauter, T. K. Lindhorst, Y. Queneau), Royal Society of Chemistry,
Cambridge 2015, pp. 238-254.

[18] D. Liu, Q. Wei, W. Xia, C. He, Q. Zhang, L. Huang, X. Wang, Y. Sun, Y. Ma,
X. Zhang, Y. Wang, X. Shi, C. Liu, S. Dong, J. Am. Chem. Soc. 2021, 143,
20216-20223.

[19] G. Zong, C. Li, S.K. Prabhu, R. Zhang, X. Zhang, L.-X. Wang, Chem.
Commun. 2021, 57, 6804-6807.

[20] A. Mazzoleni, F. Real-Fernandez, M. Larregola, F. Nuti, O. Lequin, A. M.
Papini, J.-M. Mallet, P. Rovero, J. Pept. Sci. 2020, 26, e3281.

[21] K. E. Haugstad, S. Hadjialirezaei, B. T. Stokke, C. F. Brewer, T. A. Gerken, J.
Burchell, G. Picco, M. Sletmoen, Glycobiology 2016, 26, 1338-1350.

[22] A.C. Conibear, K.J. Rosengren, C.F.W. Becker, H. Kaehlig, J. Biomol.
NMR 2019, 73, 587-599.

[23] F. Nuti, E. Peroni, F. Real-Fernandez, M. A. Bonache, A. Le Chevalier-

Isaad, M. Chelli, N. Lubin-Germain, J. Uziel, P. Rovero, F. Lolli, A. M.

Papini, Pept. Sci. 2010, 94, 791-799.

C. Bello, K. Farbiarz, J. F. Moller, C. F. W. Becker, T. Schwientek, Chem. Sci.

2014, 5, 1634-1641.

L. Kinarsky, G. Suryanarayanan, O. Prakash, H. Paulsen, H. Clausen, F.-G.

Hanisch, M. A. Hollingsworth, S. Sherman, Glycobiology 2003, 13, 929-

939.

[26] H. Coelho, M. de las Rivas, A.S. Grosso, A. Diniz, C.O. Soares, R.A.
Francisco, J. S. Dias, I. Compaion, L. Sun, Y. Narimatsu, S. Y. Vakhrusheyv,
H. Clausen, E.J. Cabrita, J. Jiménez-Barbero, F. Corzana, R. Hurtado-
Guerrero, F. Marcelo, J. Am. Chem. Soc. 2022, 2, 631-645.

[27] X. Wu, Z. Yin, C. McKay, C. Pett, J. Yu, M. Schorlemer, T. Gohl, S.
Sungsuwan, S. Ramadan, C. Baniel, A. Allmon, R. Das, U. Westerlind,
M. G. Finn, X. Huang, J. Am. Chem. Soc. 2018, 140, 16596-16609.

[28] N. Martinez-Saez, J. Castro-Lépez, J. Valero-Gonzalez, D. Madariaga, |.
Compandn, V. J. Somovilla, M. Salvadg, J. L. Asensio, J. Jiménez-Barbero,
A. Avenoza, J.H. Busto, G.J. L. Bernardes, J. M. Peregrina, R. Hurtado-
Guerrero, F. Corzana, Angew. Chem. Int. Ed. 2015, 54, 9830-9834.

[29] In the meanwhile that this conventional synthetic strategy was applied,
we developed an accelerated route based on an efficient high-temper-
ature fast stirring peptide synthesis, to obtain glycopeptides containing
multiple glycosylations: P. Strauss, F. Nuti, M. Quagliata, A. M. Papini, M.
Hurevich, Org. Biomol. Chem. 2023, 21, 1674-1679, 10.1039/
D20B01886A.

[30] C. Bello, S. Wang, L. Meng, K. W. Moremen, C. F. Becker, Angew. Chem.
Int. Ed. 2015, 54, 7711-5.

[31] C. Bello, C. F. W. Becker, Bioorg. Med. Chem. 2017, 25, 5016-5021.

[32] T.J. Tolbert, C. H. Wong, Angew. Chem. Int. Ed. 2002, 41, 2171-4.

[33] N. Martinez-Saez, J. M. Peregrina, F. Corzana, Chem. Soc. Rev. 2017, 46,
7154-7175.

[34] J. Schuman, A.P. Campbell, R.R. Koganty, B. M. Longenecker, J. Pept.
Res. 2003, 61, 91-108.

[35] F. Corzana, J. H. Busto, G. Jiménez-Osés, M. Garcia de Luis, J. L. Asensio,
J. Jiménez-Barbero, J. M. Peregrina, A. Avenoza, J. Am. Chem. Soc. 2007,
129, 9458-9467.

[
}
[
[

—_

==
QKN

[14

[24

[25

© 2023 The Authors. ChemBioChem published by Wiley-VCH GmbH

35101 SUOLLILLIOD 2AIEBID 3(qed ddke 8Ly Aq pauIBA0B 212 AP WO ‘B8N JO Sa NI 0y ARG BUIIUO 481 UO (SO IPLOD-PUB-SLLLIBY W00 3| 1M Aeiq Ul U0y/:SdL) SUDRIPUOD PUE SULB 3U) 385 *[£202/90/82] U0 %11 8UIIUO 3|1 BLISNVRURILPO0D) Ad Ti2002202 2 190/Z00T 0T/10p/LI0d" A8 | ARe.q1puijuo-ado.ne- Al ILBL//Sdny Wy pepeojumod ‘2T ‘egDz ‘Ee9.6erT


https://doi.org/10.1023/A:1011379725811
https://doi.org/10.1007/s00018-015-2014-z
https://doi.org/10.1007/s00018-015-2014-z
https://doi.org/10.3390/ijms22126567
https://doi.org/10.3390/ijms22126567
https://doi.org/10.1016/j.molmed.2014.02.007
https://doi.org/10.1038/cddis.2017.363
https://doi.org/10.1371/journal.pone.0138049
https://doi.org/10.1016/S0925-4439(99)00055-1
https://doi.org/10.1016/S0925-4439(99)00055-1
https://doi.org/10.1083/jcb.129.1.255
https://doi.org/10.1083/jcb.129.1.255
https://doi.org/10.1159/000453594
https://doi.org/10.1007/s10555-018-09775-0
https://doi.org/10.1007/s10555-018-09775-0
https://doi.org/10.1038/nrc1251
https://doi.org/10.1021/acs.nanolett.5b04984
https://doi.org/10.1002/asia.201601420
https://doi.org/10.1002/asia.201601420
https://doi.org/10.1038/nchembio785
https://doi.org/10.1021/jacs.1c08607
https://doi.org/10.1021/jacs.1c08607
https://doi.org/10.1039/D1CC02790E
https://doi.org/10.1039/D1CC02790E
https://doi.org/10.1007/s10858-019-00270-4
https://doi.org/10.1007/s10858-019-00270-4
https://doi.org/10.1002/bip.21456
https://doi.org/10.1039/c3sc52641k
https://doi.org/10.1039/c3sc52641k
https://doi.org/10.1093/glycob/cwg109
https://doi.org/10.1093/glycob/cwg109
https://doi.org/10.1021/jacs.8b08473
https://doi.org/10.1039/D2OB01886A
https://doi.org/10.1039/D2OB01886A
https://doi.org/10.1002/anie.201501517
https://doi.org/10.1002/anie.201501517
https://doi.org/10.1016/j.bmc.2017.05.046
https://doi.org/10.1002/1521-3773(20020617)41:12%3C2171::AID-ANIE2171%3E3.0.CO;2-Q
https://doi.org/10.1039/C6CS00858E
https://doi.org/10.1039/C6CS00858E
https://doi.org/10.1021/ja072181b
https://doi.org/10.1021/ja072181b

ChemBioChem

Research Article

Chemistry
Europe

doi.org/10.1002/cbic.202200741 Socienes puiehing

[36] L. Kirnarsky, O. Prakash, S. M. Vogen, M. Nomoto, M. A. Hollingsworth, S.

[37

[38

[39

[40

[41

42
43

44

]

]

]

Sherman, Biochemistry 2000, 39, 12076-12082.

S. Dziadek, C. Griesinger, H. Kunz, U. M. Reinscheid, Chem. Eur. J. 2006,
12, 4981-4993.

G. Suryanarayanan, P. A. Keifer, G. Wang, L. Kinarsky, M. A. Hollings-
worth, S. Sherman, Int. J. Mol. Sci. 2004, 5, 84-92.

D. M. Coltart, A. K. Royyuru, L.J. Williams, P. W. Glunz, D. Sames, S.D.
Kuduk, J.B. Schwarz, X.-T. Chen, S.J. Danishefsky, D.H. Live, J. Am.
Chem. Soc. 2002, 124, 9833-9844.

T. Matsushita, N. Ohyabu, N. Fujitani, K. Naruchi, H. Shimizu, H. Hinou,
S.-l. Nishimura, Biochemistry 2013, 52, 402-414.

M. J. Ligtenberg, H.L. Vos, A. M. Gennissen, J. Hilkens, J. Biol. Chem.
1990, 265, 5573-5578.

X. Jing, H. Liang, C. Hao, X. Yang, X. Cui, Oncol. Rep. 2019, 41, 801-810.
K. E. Haugstad, B.T. Stokke, C.F. Brewer, T.A. Gerken, M. Sletmoen,
Glycobiology 2015, 25, 524-534.

K. E. Haugstad, S. Hadjialirezaei, B. T. Stokke, C. F. Brewer, T. A. Gerken, J.
Burchell, G. Picco, M. Sletmoen, Glycobiology 2016, 26, 1338-1350.

[45] R.D. Cummings, Glycoconjugate J. 2019, 36, 241-257.

[46] C. Formosa-Dague, M. Castelain, H. Martin-Yken, K. Dunker, E. Dague, M.
Sletmoen, Microorganisms 2018, 6, 10.3390/microorganisms6020039.

[47] C. Bello, P. Rovero, A. M. Papini, J. Pept. Sci. 2019, 25, e3167.

[48] M.T. C. Walvoort, C. Testa, R. Eilam, R. Aharoni, F. Nuti, G. Rossi, F. Real-
Fernandez, R. Lanzillo, V. Brescia Morra, F. Lolli, P. Rovero, B. Imperiali,
A. M. Papini, Sci. Rep. 2016, 6, 39430.

[49] B. A. H. Smith, C. R. Bertozzi, Nat. Rev. Drug Discovery 2021, 20, 217-243.

[50] S. Pandey, M. C. Alcaro, M. Scrima, E. Peroni, I. Paolini, S. Di Marino, F.
Barbetti, A. Carotenuto, E. Novellino, A. M. Papini, A. M. D’Ursi, P. Rovero,
J. Med. Chem. 2012, 55, 10437-10447.

[51] S. Mereiter, M. Balmana, D. Campos, J. Gomes, C. A. Reis, Cancer Cell
2019, 36, 6-16.

Manuscript received: December 13, 2022
Revised manuscript received: March 8, 2023
Accepted manuscript online: March 9, 2023
Version of record online: May 25, 2023

ChemBioChem 2023, 24, 202200741 (7 of 7)

© 2023 The Authors. ChemBioChem published by Wiley-VCH GmbH

35101 SUOLLILLIOD 2AIEBID 3(qed ddke 8Ly Aq pauIBA0B 212 AP WO ‘B8N JO Sa NI 0y ARG BUIIUO 481 UO (SO IPLOD-PUB-SLLLIBY W00 3| 1M Aeiq Ul U0y/:SdL) SUDRIPUOD PUE SULB 3U) 385 *[£202/90/82] U0 %11 8UIIUO 3|1 BLISNVRURILPO0D) Ad Ti2002202 2 190/Z00T 0T/10p/LI0d" A8 | ARe.q1puijuo-ado.ne- Al ILBL//Sdny Wy pepeojumod ‘2T ‘egDz ‘Ee9.6erT


https://doi.org/10.1021/bi0010120
https://doi.org/10.1002/chem.200600144
https://doi.org/10.1002/chem.200600144
https://doi.org/10.3390/i5030084
https://doi.org/10.1021/ja020208f
https://doi.org/10.1021/ja020208f
https://doi.org/10.1021/bi3013142
https://doi.org/10.1016/S0021-9258(19)39399-8
https://doi.org/10.1016/S0021-9258(19)39399-8
https://doi.org/10.1093/glycob/cwu183
https://doi.org/10.1007/s10719-019-09876-0
https://doi.org/10.3390/microorganisms6020039
https://doi.org/10.1002/psc.3167
https://doi.org/10.1038/s41573-020-00093-1
https://doi.org/10.1021/jm301031r
https://doi.org/10.1016/j.ccell.2019.06.006
https://doi.org/10.1016/j.ccell.2019.06.006

